In the title compound, C 19 H 13 ClF 2 N 2 O 2 , the conformation of the N-H bond in the amide segment is anti to the C O bond. The molecule is not planar, with dihedral angles between the central benzene ring and the outer benzene and pyridyl rings of 73.35 (7) and 81.26 (6) , respectively. A weak intramolecular C-HÁ Á ÁO hydrogen bond occurs. In the crystal, N-HÁ Á ÁN, C-HÁ Á ÁO and C-HÁ Á ÁF hydrogen bonds lead to the formation of dimers. The N-HÁ Á ÁN inversion dimers are linked by -contacts between adjacent pyridine rings [centroidcentroid = 3.8541 (12) Å ] and C-HÁ Á Á interactions. These contacts combine to stack the molecules along the a axis.
Chemical context
Amide derivatives show diverse biological properties, acting as insecticides (Liu et al., 2004a) , fungicides (Liu et al., 2004b) and acaricides (Shiga et al., 2003) . Amides in regular commercial use include benzamide (flutolanil, fluopicolide), nicotinamide (boscalid) and thiazole carboxamide (thifluzamide, ethaboxam) . As a part of our work on the synthesis of novel fluorine-containing compounds with good biological activities, we report herein on the crystal structure of the title compound,(I), Fig. 1 .
Structural commentary
The conformation of the N-H and the C O bonds in the amide segment are anti to one another, similar to the conformation observed in another amide compound . The dihedral angle between the two benzene rings is 73.35 (6) while that between the central benzene ring and the chloro-substituted pyridine ring is 81.26 (6). The amide residue C1/N1/C7/O1 lies close to the plane of the central benzene ring, making a dihedral angle of 8.73 (6) . A weak intramolecular C9-H9Á Á ÁO1 hydrogen bond (Table 1) contributes to the planarity of this part of the molecule.
Supramolecular features
In the crystal structure, pairs of classical N1-H1Á Á ÁN2 i hydrogen bonds, Table 1 , link the molecules into inversion dimers and generate R 2 2 (22) rings (Bernstein et al., 1995) .
C14-H14BÁ Á ÁO1
ii and C19-H19Á Á ÁF2 ii hydrogen bonds also form dimers, which enclose an R 2 2 (10) ring motif, Fig. 2 . The N-HÁ Á ÁN dimers are linked into chains along the c-axis direction by -stacking interactions between adjacent pyridyl rings [Cg1Á Á ÁCg1 iv = 3.8541 (12) Å ; symmetry code: (iv) 1 À x, 1 À y, 1 À z] augmented by a weak C16-H16Á Á ÁCg2 contact (Cg2 is the centroid of the C1-C6 benzene ring), Table 1 , Fig. 3 . These contacts combine to stack the molecules along the a axis, Fig. 4 .
Synthesis and crystallization
Triethylamine (6mmol) was added dropwise to a stirred solution of 4-(6-chloropyridin-3-yl) methoxy aniline (5mmol) and 2,6-difluorobenzoyl chloride (5mmol) in dry dichloromethane (20ml) at 275-277 K. The mixture was stirred at 283-288 K for 2 h, then washed with 0.5% hydrochloric acid solution, and a saturated aqueous solution of sodium hydrogen carbonate, dried and evaporated. The residue was recrystallized from dichloromethane, giving colourless blocks of the title compound after three weeks.
Database survey
A search of the Cambridge Structural Database (Version 5.36 with three updates) (Groom & Allen, 2014) for N-(4-(pyridin-3-ylmethoxy)phenyl)benzamide or its substituted derivatives gave no hits. However, structures of eight substituted 2,6-difluoro-N-phenylbenzamide derivatives were found, see for example Cockroft et al. (2007) ; Spitaleri et al. (2004); Fun et al. (2010) . Two structures of purely organic 3-(phenoxymethyl)-pyridine derivatives have also been reported (Lakshminarayana et al., 2009; Liu et al., 2010) together with that of a cadmium complex of 4-[(6-chloropyridin-3-yl)methoxy]benzoate, Li et al. (2007 Table 1 Hydrogen-bond geometry (Å , ).
Cg2 is the centroid of the C1-C6 benzene ring. Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) x À 1; y; z; (iii) x À 1; y; z þ 1.
Figure 2
A pair of dimers with hydrogen bonds drawn as blue dashed lines.
Figure 3
Chains of inversion dimers along the c-axis direction. Hydrogen bonds are drawn as dashed lines with -and C-HÁ Á Á contacts shown as green dotted lines.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The NH H atom was located in a difference Fourier map and freely refined. The C-bound H atoms were positioned geometrically and refined using a riding model with d(C-H) = 0.93-0.97 Å and U iso (H) = 1.2U eq (C).
Acta Cryst. (2016). E72, 60-62 research communications Table 2 Experimental details. Computer programs: SMART and SAINT (Bruker, 2000) , SHELXS97, SHELXL97 and SHELXTL (Sheldrick, 2008) and Mercury (Macrae et al., 2008) .
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Acta Cryst. program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
N-{4-[(6-Chloropyridin-3-yl)methoxy]phenyl}-2,6-difluorobenzamide
Crystal data (9) −0.0069 (7) 0.0014 (7) −0.0159 (7 
